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Biological Modeling at Different Scales

Biomolecular interactions span many orders of magnitude in space and time
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Probability of Cellular State

Algorithms for Stochastic Dynamics

e Chemical Master Equation — Well-stirred system (Gillespie SSA)
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e Reaction-Diffusion Master Equation (RDME) Crowded noisy cell
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Heterogeneous cellular environment — 50% volume packed with macromolecules







